FIGURE S1. Scheme of the pre-rRNA processing pathway in HeLa cells. The position of the oligonucleotide probes (probe (a) hybridizing with the ITS1 and probe (b) hybridizing with 18S rRNA) used to detect the pre-rRNAs and rRNAs analysed in this study is shown on the precursors. Their sequences are given in Table S1 . FIGURE S3. RioK3 mRNA levels are not increased relative to RioK2 and hLtv1 mRNA levels when LSU biogenesis is impaired. The levels of RioK3, RioK2, hLtv1 and Gapdh mRNAs were investigated by semi-quantitative RT-PCR using different dilutions of total RNAs extracted from HeLa cells 48 h after transfection with scramble (scramble siRNA) or siRpl11 siRNAs (Rpl11 siRNA). Ethidium bromide staining of PCR fragments produced was quantified and values obtained for RioK3, RioK2, hLtv1 fragments were normalized to those obtained for Gapdh. The enrichment of RioK3, RioK2, hLtv1 mRNAs in siRpl11-treated cells relative to scramble siRNA-treated cells was determined (indicated below lane "dilution 1, Rpl11 siRNA").
